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H3A Biorepository WG|
Standardized Reporting 

Reporting  
Documentation 

 
Analytical study 

Plan 
 
 

Analytical Report 
 

MT Agreements  
 

TOR 
 

Workflow (Describes Processes) 

SOPs, Policies 

User Guides, 
White Paper 

etc 

Data (Describes data structure, 
format and integrity of data) 

Meta data/Ontologies/
Minimum Information 

Requirement Guidelines 

Formats/Data 
compression algorithms/

Checksum ID 
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Tools for Collaborative 
Biobanking 

SPREC - Standard PREanalytical Code to annotate pre-analytical variations impacting 
biospecimen integrity. 
  
 
BRISQ – Biospecimen Reporting for Improved Study Quality to provide consistent and 
standardized information to better evaluate, interpret, compare, and reproduce 
experimental results. 
 
 
ISBER Proficiency Testing –  focus on Intra- and Inter-Laboratory Variability as well 
as sample variability to assure comparability of samples and testing. 
 
The MIBBI project promotes extant efforts developing minimum information 
guidelines for the reporting of biological and biomedical science to the wider 
community. http://www.biosharing.org/standards/mibbi 
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Projects and Biorepository data 
release 

�  Point of contacts for each projects 

�  Identify SOPs to be followed….. 

�  Help Desk for support: www.h3abionet.org  

�  Project level MIR for data reporting (MI foundry, ESBB, 
…) 
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Data Submission to H3ABionet 

�  How data should be submitted (SOP) 

�  What H3ABioNet will do (Due diligence- SOP) 

�  When will it be submitted (time line & project prioritization). 

�  Who can access the raw/meta/QC-ed and analyzed data  

�  Level of access to what level of information (Minimum 
information required for reporting genotype/phenotype and 
system biology information). 

�  Data transfer to and from H3ABioNet (hard discks, Aspera 
http://asperasoft.com???) 



Data Submission to H3ABionet 

�  How data should be submitted (SOP) 

�  What H3ABioNet will do (Due diligence- SOP) 

�  When will it be submitted (time line & project 
prioritization). 

�  Who can access the raw/meta/QC-ed and analyzed data  

�  Level of access to what level of information (Minimum 
information required for reporting genotype/phenotype 
and system biology information). 
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Biobanks 
 

a collection of biological material and the 
associated data and information stored in an 
organized system for a population or a large 

subset of a population 
 
 

Biobank informatics 
defining structure, and standardization of 
information that has been gathered from 
multitude of sources  - population-based 
registries, biobanks, patient records etc. 

 
  



Ontologies/Standards/Tools 

�  A way to talking about objects we are interested in in an 
explicit way and describing the relationships between these 
objects.   

�  Gene ontology – properties  

�  Sequence ontology – formalize the relationship between 
exons, introns, mRNA. 

�  Biobanks ??  



Ontologies/Standards/Tools 



Ontologies/Standards/Tools 



Minimum information Projects 
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Ontologies/Standards/Tools 
�  International cancer consortium, ESBB, MIBBI, OBIBA etc 



EGA - data cycle (After QC and everything 
completed locally before submission) 
 

�  Your metadata, which will include details of your 
samples, experiments, runs/analysis, Data Access 
Committee (DAC), policy and dataset/s can be 
provided by two alternative means: 

i)              Online using the EGA Webin tool  

ii)             Creating and submitting XMLs  


