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Core Information for Metabolomics Reporting

GIATE Guidelines for Information About Therapy Experiments
MIABE Minimal Information About a Bioactive Entity
MIABIE Minimum Information About a Biofilm Experiment
MIACA Minimal Information About a Cellular Assay
MIAME Minimum Information About a Microarray Experiment
MIAPA Minimum Information About a Phylogenetic Analysis
MIAPAR Minimum Information About a Protein Affinity Reagent
MIAPE Minimum Information About a Proteomics Experiment
MIAPepAE Minimum Information About a Peptide Array Experiment
MIARE Minimum Information About a RNAiI Experiment
MIASE Minimum Information About a Simulation Experiment
MIASPPE Minimum Information About Sample Preparation for a Phosphoproteomics Experiment
MIATA Minimum Information About T Cell Assays
MICEE Minimum Information about a Cardiac Electrophysiology Experiment
MIDE Minimum Information required for a DMET Experiment
MIFlowCyt Minimum Information for a Flow Cytometry Experiment
MIfMRI Minimum Information about an fMRI Study
MiGen Minimum Information about a Genotyping Experiment
MIIDI Minimal Information standard for reporting an Infectious Disease Investigation
MIMIx Minimum Information about a Molecular Interaction Experiment
MIMPP Minimal Information for Mouse Phenotyping Procedures
MINEMO Minimal Information for Neural ElectroMagnetic Ontologies
MINI Minimum Information about a Neuroscience Investigation
MINIMESS Minimal Metagenome Segquence Analysis Standard
MINSEQE Minimum Information about a high-throughput SeQuencing Experiment
MIPFE Minimal Information for Protein Functional Evaluation
MIQAS Minimal Information for QTLs and Association Studies
mg Minimum Information for Publication of Quantitative Real-Time PCR Experiments
MIRIAM Minimal Information Reguired In the Annotation of biochemical Models
MISFISHIE Minimum Information Specification For In Situ Hybridization and Immunohistochemistry Experiments
Plxs MIGS/MIMS Minimum Information about a Genomic/Metagenomic Segquence
MIMARKS Minimum Information about a MARKer gene Sequence
STRENDA Standards for Reporting Enzvmology Data




Projects and Biorepc
release

Point of contacts for each projects
|ldentify SOPs to be followed.....

Help Desk for support: www.h3abionet.org

Project level MIR for data reporting (MI foundry, ESBB,
..)




Data Submission to H3ABionet

How data should be submitted (SOP)

What H3ABioNet will do (Due diligence- SOP)

When will it be submitted (time line & project prioritization).
Who can access the raw/meta/QC-ed and analyzed data

Level of access to what level of information (Minimum

information required for reporting genotype/phenotype and
system biology information).

Data transfer to and from H3ABioNet (hard discks, Aspera
http://asperasoft.com???)




Data Submission to H3ABionet

e How data should be submitted (SOP)
e What H3ABioNet will do (Due diligence- SOP)

e When will it be submitted (time line & project
prioritization).

Who can access the raw/meta/QC-ed and analyzed data

Level of access to what level of information (Minimum
information required for reporting genotype/phenotype
and system biology information).




Biobanks

a collection of biological material and the
associated data and information stored in an




Ontologies/Standards/Tools

A way to talking about objects we are interested in in 2
explicit way and describing the relationships between t
objects.

Gene ontology - properties

Sequence ontology - formalize the relationship between
exons, introns, mMRNA.

Biobanks ??




Ontologies/Standarc

Promoting coherent minimum reporting
guidelines for biological and biomedical
Investigations: the MIBBI project
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The Minimum Information for Biological and Biomedical Investigations (MIBBI) project provides a resource for
those exploring the range of extant minimum information checklists and fosters coordinated development of such




Ontologies/Standards/Tools

The management of information from
experiments (both data and metadata) requires
the adoption of reporting standards that ensure
W transparency and interoperability and that
=« facilitate the integration and exchange of data
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Minimum information Project

» If you want to register your checklist to MIBBI, please contact the BioSharing team
* Excel spreadsheet and XML document (schema) describing all registered projects

Bioscience projects registered with MIBBI

CIMR Core Information for Metabolomics Reporting
GIATE Guidelines for Information About Therapy Experiments
MIABE Minimal Information About a Bioactive Entity
MIABIE Minimum Information About a Biofilm Experiment
MIACA Minimal Information About a Cellular Assay
MIAME Minimum Information About a Microarray Experiment
MIAPA Minimum Information About a Phylogenetic Analysis
MIAPAR Minimum Information About a Protein Affinity Reagent
MIAPE Minimum Information About a Proteomics Experiment
MIAPepAE Minimum Information About a Peptide Array Experiment
MIARE Minimum Information About a RNAi Experiment
MIASE Minimum Information About a Simulation Experiment
MIfMRI Minimum Information about an fMRI Study
MIGen Minimum Information about a Genotyping Experiment

MIIDI Minimal Information standard for reporting an Infectious Disease Investigation



Ontologies/Standards/Tools

BBMRI.se Wiki » English » MIABIS

MIABIS: Minimum Information About Blobank data Sharing

MIABIS represents the minimum information required to enable the exchange of biological samples and data between biobanks.

Data describing Biobanks

Data describing Sample Collections/Studies
MIABIS Attributes Description

MIABIS ERD Explanation

MIABIS is used in the BBMRI.se Sample Collection Register bbmriregister.se.
The ERD diagram below is only a suggestion for how the MIABIS can be implemented in a relational database (this a reduced ERD):

Bl T g

< Biobank_BBID INT © BBID INT 7 CountryCode VARCHAR(2)
< ListName VARCHAR(50) & CountryCode VARCHAR(2) i— — — — -H 1., CountryName VARCHAR(100)
< Item VARCHAR(255) & ContactID INT > —— _

& Lists_ListName VARCHA... > BiobanklD VARCHAR(100) R
<» NameOfBiobank VARCHAR(100)
< LegalEntity VARCHAR(255)

<> URL VARCHAR(255) > — — ——1
<» DateOfEntry DATETIME
<» LastUpdated DATETIME

 ListName VARCHAR(50)

~ ContactlD INT



Ontologies/Standards/ Tools

e |International cancer consortium, ESBB, MIBBI, OBIBA

Request an account Biobank
[ENTER KEYWORDS] Request new password Lexicon

PUBLIC
POPULATION
PROJECT IN
GENOMICS
AND SOCIETY

ABOUT P3G

Biobank Toolkit

RESOURCES

Biobank Toolkit The Biobank TOOLKIT provides a one-stop location for access to biobanking tools.

Biobank Lifespan Tools are searchable by:

Biobank HUB p : .
Biobank Training Title Category of tools Type of tools
(") Epidemiology and Biostatistics () Documents
Biobank Catalogues (") Ssample Collection and Processing () Software
3 (") Data Collection and Processing () Websites
(JELsI
PROGRAMMES P3G Tools
(") Include P3G Tools
MEMBERSHIP
EVENTS sorTey | Alphabetical H Search Reset
NEWS
[ﬁ] 1. ACCE
CoONTACT US - This website presents the ACCE Model Process for Evaluating Genetic

Tests, which includes 1) Analytic validity of the test; 2) Clinical validity
of the test; 3) Clinical utility of the test to improve patient outcomes;
4) Ethical, legal, and social issues that may arise in the context of
using the test. These issues are being addressed in a 44-question
assessment. A model project established and supported by CDC's
Office of Public Health Genomics (OPHG) (2000-2004).

£ 2. Advanced Tissue Management System (ATiM)



EGA - data cycle (Afte
completed locally before sub

e Your metadata, which will include details of your
samples, experiments, runs/analysis, Data Access
Committee (DAC), policy and dataset/s can be
provided by two alternative means:

Online using the EGA Webin tool

Creating and submitting XMLs




