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� Leverage the significant investment being 
made in cohorts and genomic analyses

� Multi-site and cross-consortium analyses 
– more statistically powerful and informative
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Since last meeting….

� Steering Committee Approved 

Documents

� Recommended set of 25 essential and 10 

discretionary variables

� Recommended collection method for each



“Essential” phenotypes

(1)  Age & (2) Sex

(3)  Country of birth

(4)  Current residence

(5)  Native language

(6)  Ethno-linguistic/tribal affiliation

(7)  Country of birth of father and mother

(8)  Native language of father and mother

(9)  Ethno-linguistic/tribal affiliation of   

mother and father

(10) Height

(11) Weight

(12) Current medications

(13) Smoking history

(14) Alcohol history 

Self-reported personal history (streamlined 

- yes/no and age at diagnosis):

(15) Hypercholesterolemia

(16) Hypertension

(17) Myocardial infarction

(18) Arrhythmia

(19) Rheumatic heart  disease

(20) Asthma or reactive airway disease

(21) Stroke

(22) Diabetes

(23) Kidney disease

(24) HIV

(25) Tuberculosis 
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Remaining Working Group Tasks

Providing input on statistical issues 
relevant to cross-consortium studies

(Pediatric phenotypes)

WG teleconferences have ended, will 

restart in a year or so (!)
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Ongoing activities related to phenotype

� H3A Bionet ontologies project

� CRFs available on H3ABionet

� h3africa.org/documentation

If you have not submitted your CRF to Jeff or 

Alia, please do so…..
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Shared phenotypes are the glue 

that binds H3A studies


